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摘要: 泛素-蛋白酶体系统(ubiquitin-proteasome system, UPS)是广泛存在于真核生物中的一种重要的蛋白降解系统。拟南
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Abstract: UPS (ubiquitin-proteasome system) is a kind of fundermental ubiquitin-mediated proteolysis path-
way that widely exists in eukaryotes. In Arabidopsis, ASK (Arabidopsis SKP1-LIKE) encodes a subunit of SCF 
E3 ligase, which functions as a connector in SCF complexes in Arabidopsis. In recent years, the scientists con-
ducted various research in expression pattern and gene function for ASK gene as well as it’s homologous. This 
review summarizes these progresses on the expression pattern, regulation mechanism, interaction with F-box 
protein and gene evolution source. The existing results highlight these progresses and suggest that ASK genes 
have different expression level and expression patterns. They are widely expressed in Arabidopsis and play very 
important roles in many development and physiological processes.


















等2000; Zheng等2002; Kong等2004)。在拟南芥中, 































类: HECT (homologous to E6-AP carboxyl terminus)
结构域家族、RING (really interesting new gene)-
finger结构域家族和U-box结构域家族(Ardley和
Robinson 2005)。HECT E3通过硫脂键与泛素接合




























































































































































































































的F-box蛋白 ,  如在开花时间和昼夜节律中的
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